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Abstract; Objective To study interaction proteins of MRP2 by yeast two-hybrid system. Methods U-
sing the 220 C-terminal amino acids of MRP2 as bait, a human liver cDNA library was screened and the proteins
interacting with MRP2 were searched. The false clones were eliminated by bioinformatic methods and one to one
yeast two-hybrid system. Results Three true positive clones from yeast clones were obtained after verification.

Conclusion  The encoding proteins we obtained may play important roles in finding the new function of MRP2.
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